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imPI^OTYPE NUMBER^ PS 

NUMBER POSITION'' 

1 3102 

2 3409 

3 3438 

4 3603 

5 4054 

6 40B2 

7 11998 
S 12356 

9 12397 

10 12489 

11 12653 

12 14824 

13 14990 

14 15089 

15 15093 

16 15529 

17 15932 
IS 16165 
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HAPLOTYPE NUMBERS 



PS^ 

NUMBER 



PS 

POSITION'' 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 
17 
18 



3102 

3409 

3433 

3603 

4054 

4092 

11933 

12356 

12397 

124S9 

12653 

14824 

14990 

15089 

15093 

15529 

15932 

16165 



^Alleles for haplotypea arepr^entcd 5' to 3' in each colunrn 

'^PS = pqlymoiphio aitej 

"^Position of PS witHin SEQ m NO: L] 

2. The method of claim I ^ wherein the nucleic acid aamule cotitains the sscond copy o f the mdividuars 
TNPR5F1 A aeae to identify [A method for haplotyping the tumor necrosis factor receptor superfamily, 
member 1 A (TNFRSFl A) gene of an individual, which comprises determining which of the TNFRSFl A 
haplotype pairs shown in the table immediately below defines both copies of the individual's TNFRSFl A 
gene, wherein the determining step comprises identifying] the phased sequence of nucleotides present at each 
of PS1-PS18 on the second copy [both copies] of the individual's TNFRSFIA gene, 

comparing the phased geouence of the second copy to the TNFRSFIA haolo tvpes represented in 
Table 5: and 

assigning to the individual, for the second copy of the individual' s TNFRSFIA gene, a TNFRSFIA 
haplotype selected &om the TNFRSFIA haplotvpes represented in Table 5 which is consistent with the 
phased sequence of that second ooPV. r> and wherein each of the TNFRSFIA haplotype pairs consists of first 
and second haplotypes which comprise first and $econd sequences of polynxorphisms whose positions and 
identities are set forth in the table immediately below: 
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3603 


G/A 


A/A 
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6 


4082 


C/C 


C/C 


C/C 


7 
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T/T 
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11 


12653 


G/G 


G/G 


G/G 
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A/A 
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22/12 12/5 12/3 12/2 

G/G G/G G/G G/G 

T/G G/G G/G G/G 

Ji./A A/A A/A A/A 

c/c c/c c/c c/c 

A/G G/A a/A G/A 

G/G G/G G/G G/G 

C/G C/G C/C C/C 

G/G G/G G/G G/G 

T/T T/T T/T T/T 

C/C -C/C c/c c/c 

T/G C/C C/C C/C 

G/G G/G G/G G/G 

A/G G/A G/A Q/A 

C/C C/T C/C C/C 

C/C c/c c/c c/c 

T/T T/G T/T T/C 

G/G G/G G/G G/G 

G/G G/6 G/G G/G 



HAPIOTXPE PAIR^ 



14/6 16/4 NUMBER 



pa 

POSITION^ 



G/G G/G 1 

G/G G/G 2 

A/A G/A 3 

C/C C/C 4 

G/A A/A 5 

G/G G/G 6 

T/C C/C 7 

G/G G/G 8 

T/T T/T 9 

C/C C/C 10 

c/c C/c 11 

G/G G/G 12 

G/G A/A 13 

C/c c/c 14 

c/c C/T 15 

T/C T/C IS 

G/G G/G 17 

G/G G/G 18 



3102 

3409 

3433 

3603 

4054 

4082 

11998 

12356 

12397 

12489 

12653 

14824 

14990 

15089 

15093 

15529 

15932 

16165 



^Haplotype pairs are represented a$ 1^* haplQtype/2'"* haplotype; with alleles of each, haplotype shown 5 ' to 3 ' 
m l*^polymoiphisni/2 polymorphism in each oolmnn; 
^PS = polymorphic site; 
'^Position of PS in SEQ ID NO: l.] 

20. An isolated polynucleotide comprising a nucleotide sequence selected from the group consisting of: 
(a) a firat nucleotide sequence which comprises a tumor necrosis factor receptor superfamily^ member 1 A 
(TNFRSF l A) isQgen e encoding a TNFRgFl A polypeptide with a domain capable of binding TNPa, wherein 
the TNPRSFIA isogetie comt^rises nucleotides 2920^4210. 11417-1^526. and 14634-16768 of SEP ID NO:l 
except the sequence is substituted by the combination of nucleotidea at nolvmorphic sites 1 to 1 S fPSl-PS 1 8) 
defined by a TNPRSPl A haplotvrte [is] selected from the group consisting of TNFRSFIA hanlotvoea 
[isogenes] U27 shown in Table 5. wherein the nuoleoti^ejpositions^of P in SEP ID NQ:I and the 

alleles at each of PSI^PSIS for each TNFRSFIA hanlotvpe in the group are set forth injable S: and Fthe table 
immediately below and wherein each of the isogenes comprises the regions of SEQ ID NP: 1 shown in the 
table immedifiitely below and wherein each of the isogenes 1-27 is fbrther defined by the corresponding 
sequence of polyinoiphlsms whose positions and identities are set forth in the table inunediately below; md 
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/-I 
C 


W 


G 


CtJ 
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G 
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12 j5d 
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T 
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T 
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■1 O '3 Q T 

14 / 
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11417'-12926 


G 
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C 
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C 


c 
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124 8 9 
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C 


c 


C 


C 
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c 


c 
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G 


G 
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1 J a ft j) 
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A 


A 


A 


A 


A 
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G 
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14634-16768 


C 


C 


C 


C 


T 


C 


C 


C 


C 


G 
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-1 c O Ci 
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C 


c 


C 


T 


C 


C 


G 


C 


G 


C 
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•1 c £1 ^ 
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C 


G 


T 


C 


C 


C 


T 


T 




c 


16 




1 c '^ 


1 


14634-1676S 


Q 


G 


G 


G 


G 


G 


G 


G 


G 


G 


17 




■1 C ft o o 

15 y jrf 
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14634-1676S 
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G 
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G 
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G 
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G 
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SEQ ID REGION 
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14 


15 


16 


17 
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15 


20 


JNUMBEJR 


POSITION'' NO. EXAMINED" 
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G 




G 


G 


G 




G 


G 


G 


.G 
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1 


3102 


1 2920^4210 


G 


G 




G 


G 


G 




G 


G 


T 


T 


T 


2 


3409 


1 2920-4210 


A 


A 




A 


A 


G 




G 


G 


A 








3438 


1 2920-4210 


C 


C 




C 


C 


C 




C 


C 


C 


c 


c 


4 


3603 


1 2920-4210 




G 




G 


G 


A 






a 

Jr^ 




A 


A 




4054 


1 2920-4210 


G 


G 




G 


G 


G 




G 


G 


A 


G 


G 


6 


40B2 


1 29-20-4210 


a 


C 




C 


T 


G 




C 


T 


C 


C 


C 


7 


1199S 


1 11417-12926 


G 


G 




G 


G 


G 




G 


G 


G 


G 


G 


8 


1235S 


1 11417-12926 


T 


T 




T 


T 


T 




T 


T 




T 


T 


9 


12397 


1 11417-12926 


0 


C 




C 


C 


C 




C 


C 


C 


C 


C 


10 


12489 


1 11417-12926 


C 


C 




T 


c 


C 




C 


C 


T 


C 


c 


11 


12653 


1 11417-'12926 


G 


G 




G 


G 


G 




G 


G 


G 


G 


G 


12 


14824 


1 14634-16768 


A 


G 




A 


G 


A 




A 


A 


A 


A 


G 


13 


14990 


1 14634-16768 


C 


C 




C 


C 


C 




C 


C 


C 


C 


C 


14 


15089 


1 14634-1676S 


G 


C 




C 


c 


c 




C 


c 


C 


G 


c 


IS 


15093 


1 14634-16768 


T 


T 




T 


T 


G 




T 


c 


T 


T 


T 


16 


15529 


1 14634-^16768 


G 


G 




G 


G 


G 




G 


G 


G 


A 


G 


17 


15932 


1 14634-16768 


G 


G 




G 


G 


G 




G 


G 


G 


G 


G 


IS 


16165 


1 14634-16768 
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ISOGENE NUMBERS ES^ 



PS 



SEQ ID REGION 

1 2920-4210 

1 2920^4210 

1 2920-4210 

I 2920-4210 

1 2920-4210 

1 2920-4210 



21 22 23 24 25 26 27 NUMBER 

GGGGG GT 1 

TTTTTTG 2 

AAAAAGG 3 

GCCCGGC 4 

AA AGAAA 5 

GGGGG GG 6 

cccccca 7 

G G G G G G G 8 

CGTCCCC 10 

TTTTTCC 11 

GGGGGGG 12 

AAAAAAA 13 

G C C C C C C 14 

CCCCCCC 15 

CTTT TCT 16 

GGGGGG G 17 

G G G G G G A 18 



3102 

3409 

3438 

3603 

4054 

4082 

11993 

12356 

12397 

12489 

12653 

14S24 

14990 

15095 

15093 

15529 

15932 

1616S 



1 11417-12926 

1 11417^12926 

1 11417-12926 

I 11417-12926 

1 11417-12926 

1 14634-1676S 

1 14634-16768 

1 14634-16768 

1 14634-16768 

1 14634-16768 

1 14634-1676S 

1 14634-16768 



^'Alleles for isogoics are presented 5' to 3 ' in each coluiim; 
^PiS = polymorphic site; 
^'Pogltion of PS in SBQ ID N0:1; 

^Region ejtamincd represents the nucleotide positions defining the start aisd stop positions within SEQ IP NOfl of the sequenced 
region.] 

(b) a second nucleotide sequence which is completnentary to the first nucleotide sequence. 

24. An isolated fragment of a tumor necrosis factor receptor superfemily, member 1 A (TKFRSFIA) i&ogene, 
wherem the fragment comprises at least 15_[10] nucleotides in one of the regions of SEQ ID N0:1 selected 
from nucleotides 2920-4210. 11417-12926. or 14634-16768 [shown in the table immediately bdow] and 
wherein the fragment comprises one or more polymorphisms selected from the group consisting of thymine at 
PSU guanine at PS4, adenine at PS12, thymine at PS14, thymine at PS15, adenine at PS17 and adenine at 
PS 18, wherein th e nucleotide positions in SEP ID N0:1 of the Fselectedl polymorphis ms ars 31Q 2 for PSl. 
3603 for PS4, 14824 for PS12. 15QS9 forPS14, 15093 forPSlS, 15932 forPSl? and 16165 for PSIS. [has 
the position set forth in the table immediately below: 
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PS 



SEQ ID REGION 



X 


0 

£, 




j[ 










ft 




1 Ci 




c \^y-3 ^ J, J- u j.^ 


NO* 


EXAMINED^ 
















ft 




G 




1 




3102 


1 


2 920- 


4210 










/I 
Ij 






fa 






w 






3409 


1 




4210 


In 


A, 


A 


A 


A 


n 




a 
A 






2i 


3 




3439 


1 


2920- 


4210 


c 


G 


C 


c 


G 


C 




c 


c 


C 


c 


4 




3603 


1 


2920- 


4210 




A 




A 


A 


A 




A 


G 


G 


G 






4054 


1 


2920- 


4210 




(a 


n 


G 


G 


G 




G 


G 




ft 






^ W w ^ 


1 


2920- 


4210 




c 


C 


C 


C 


C 




C 


C 






/ 




^ X 3 3 □ 


1 


11417 


-12926 


G 


G 


G 


G 


G 


G 




G 


A 


In 




a 




± £ -.1 3 V 


1 


11417 


-12926 


m 

T 


T 


T 


T 


T 


T 




T 


T 




X 


Q 

y 




J. £m 2? f 


1 


11417 


-12926 


/-I 

L# 


C 


C 


C 


C 


C 




C 


C 




p 






4, £1 a 51 


1 


11417 


-12926 


/I 


C 


C 


C 


C 


c 




C 


C 












1 


11417 


-12926 


i\ 


G 


G 


G 


G 


G 




G 


G 


ft 


G 






14824 


1 


14634 


"1S768 


71 


A 


A 


A 


A 


G 




G 


G 




A 






^ ^ ^ u 


1 


14634 


-16768 


ri 


C 


C 


C 


T 


C 




C 


C 




c 


14 




15089 


1 


14634 


-16768 




C 


C 


T 


C 


C 




c 


C 






13 




X iJ w 7 w 


1 


14634 


"16768 


c 


c 


T 


C 


C 


G 




T 


T 


m 
1 




1 j(? 
1^ 






1 


14634 


-16768 




G 


G 


G 


6 


G 




G 


G 


ft 

\P 


ft 


1 f 






1 


14634 


-167 68 


G 


G 


G 


G 


G 


G 




G 


G 






IS 




J, 0 X 0:3 


1 


14534 


"16768 








ISOGENE 


NUMBER^ 












PS 


SEQ ID REGION 


1 1 


12 


13 


14 




15 


16 








2Q 




^>0SITI0N*' NO. EXAMINED"" 


/^ 
w 


G 




G 


G 




G 




Q 


u 




G 


G 


J, 


3102 


1 


2920-4210 


Li 


G 




G 


G 




G 




G 


ft 


1 


T 


T 


2 


3409 


1 


2920-4210 


TV 


A 




A 


A 




G 




G 


n 




A 


A 




3438 


1 


2920-4210 


c 


C 




C 


C 




C 




C 


c 


c 


C 


C 


4 


3603 


1 


2920-4210 


G 


G 




G 


G 




A 




A 


A 


A 


A 


A 


5 


4054 


1 


2920-4210 


G 


G 




G 


G 




G 




G 


G 


A 


G 


G 


6 


4032 


1 


2920-4210 


C 


C 




C 


T 




C 




G 


T 


C 


C 


C 


7 


11998 


1 


11417-12926 


G 


G 




G 


G 




G 




G 


G 


G 


G 


e 


S 


123S6 


1 


11417-12926 


T 


T 




T 


T 




T 




T 


T 


T 


T 


T 


9 


12397 


1 


11417-12926 


C 


C 




C 


C 




C 




C 


G . 


C 


C 


c 


10 


12489 


1 


11417-12926 


C 


C 




T 


c 




C 




C 


C 


T 


G 


G 


11 


12653 


1 


11417-12926 


G 


G 




G 


G 




G 




G 


G 


G 


G 


G 


12 


14824 


1 


14634-16768 




G 




A 


G 




A 




A 


A 


A 


A 


G 


13 


14990 


1 


14634-16768 


C 


C 




C 


C 




C 




G 


C 


C 


C 


C 


14 


15089 


1 


14634-16758 


c 


G 




c 


c 




C 




C 


C 


c 


C 


C 


15 


15093 


1 


14634-16768 


T 


T 




T 


T 




G 




T 


C 


T 


T 


T 


16 


1552^ 


1 


14634-1676S 


G 


G 




G 


G 




G 




G 


G 


G 


A 


G 


17 


15932 


1 


14634-1676B 


G 


G 




G 


G 




G 




G 


G 


G 


G 


G 


18 


16165 


1 


14634-16768 
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ISOGENE 


NUMBER'' 






•DO 






-51 




23 




ZD 




A f 


TtirTTV/naidiD 


■Dr\CJ TrpTrMvJ*^ 

jtrUsX i IvJiN 


Torn 


£L| jftiJ^J,'! J- Hi 1-/ 


G 


G 


G 


G 


G 


G 


rr 


JL 


^ J. u ^ 


X 




m 

T 


m 


T 




T 


r 


fa 


0 


/d n Q 


1 




A 


A 


A 


A 


A 


G 




■TS 




i. 




G 


C 












>t 
H 










A 


A 


G 


A 


A 




s 


4.Q54 

V hJ 


J, 


2920-4210 


G 


G 


G 


G 


G 


G 


G 


6 


4083 


1 


2920-4210 


C 


C 


C 


C 


C 


C 


C 


7 


1199S 


1 


11417-12926 


G 


G 


G 


G 


G 


G 


G 


8 


12356 


1 


11417-12926 


T 


T 


T 


T 


T 


T 


T 


9 




1 


11417-12926 


C 


C 


T 


C 


C 


G 


C 


10 


12489 


1 


11417-12926 


T 


T 


T 


T 


T 


C 


C 


11 


12653 


1 


11417-12926 


G 


G 


G 


G 


G 


G 


G 


IS 


14824 


■I 


14634-16768 


A 


A 


A 


A 


A 


A 


A 


13 


14990 


1 


14634-16768 


C 


C 


C 


C 


C 


G 


C 


14 


15089 


1 


14634-15768 


G 


C 


C 


C 


C 


C 


C 


15 


15093 


1 


14634-16768 


C 


T 


T 


T 


T 


C 


T 


16 


15529 


1 


14634'"1676S 


G 


G 


G 


G 


G 


G 


G 


17 


15932 


1 


14534-16768 


G 


G 


G 


G 


G 


G 


A 


18 


16165 


1 


14634-16768 



^Alleles for isogeiies are presented 5 ' to 3 ' in e^h column; 
^PS = polymorphic site; 
'^Position of PS iti SEQ JD N0:1; 

**R,egioii examined represents the nucleotide positions defining the start and stop positions within SEQ ID 
NO : 1 of the sequenced region,] 

25, An isolated polynucleotide comprising a TNFRSFl A coding sequence, [wherein the coding sequence is 
selected from the group consisting of 8, 9^ 14, 17. md 19 shown in the table immediately below, and] 
wherein [each ofj the coding sequence comprises SEQ ID N0:2, except for being substituted w ith an adenine 
atBOBition935. rat each of the polymorphic sites which h^ve the positions in SEQ ID NO:2 and 
polymorphisms set forth in the table immediately below: 



Isogene Goding Sequence Number PS PS 



s 


9 


14,17 


19 


Number 


Position 


G 


C 


T 


C 


7 


224 


A 


G 


G 


G 


3 


362 


T 


C 


T 


T 


9 


403 


G 


G 


G 


A 


17 


935 



^Alleles for the isogene coding sequcmoo are presented 5' to 3' in each coltww; the numerical portion of the 
isogene coding sequence number represents flie number of the parent fiill TNFRSFl A isogene; 

polymorphic site; 
^Position of PS in SEQ ID NO:2. ] 

Please cancel claim. 33. 



Please add the following new claims; 
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35 . The isolated polynucleotide of claim 20, whereia the isogene encodes a TNFRSFl A polypeptide 
identical to SEQ ID N0:3 and wherein th© isogene is selected firom tlie group consisting of isogenes 
1,2,3,4,5,6,7,10,11,12,13,15,16,18,20,21,22, 23,24,25,26 and 27. 

36. The isolated polynucleotide of claim 20, wherein the isogeue i$ isogene 19, encoding a TNKflSFl A 
polypeptide identical to SEQ ID ]SfO;3 except for having a lysine at amino acid position 312. 

37. The isolated polynucleotide of claim 20, wherein the isogene is isogene 8 ^d encodes a TNlFRSF 1 A 
polypeptide identical to SEQ ID NO:3 except for having a glutamine at amino acid position 12 1 . 

38. The Isolated polynucleotide of claim 20, wherein the isogene is isogene 9 and encodes a TNFRSFl A 
polypeptide identical to SEQ ID N0;3 except for having a histidine at amino acid positioti 135. 

39. The isolated polynucleotide of claim 20, wherein the isogene is selected from isogenea 14 and 17 and 
encodes a T^3FRSF1 A polypeptide identical to SEQ ID NO:3 except for having a leucine at amino acid 
position 75, 




A clean version of the amended claims is attached hereto. 
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